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ܧݍݑܽݐ݅݋݊	1. 	ܤܧܣܩܮܧ	ܴଶ ൌ 	 ሾ∑ ݃௡݁௡
ே௡ୀଵ െ	ሺ1 ܰ⁄ ሻሺ∑ ݃௡ே௡ୀଵ ∑ ݁௡ே௡ୀଵ ሻሿଶ
ሾ∑ ௡݂ே௡ୀଵ െ ሺ1 ܰ⁄ ሻሺ∑ ݁௡ே௡ୀଵ ሻଶሿሾ∑ ݖ௡ே௡ୀଵ െ	ሺ1/ܰሻሺ∑ ݖ௡ே௡ୀଵ ሻଶሿ 
 
ܧݍݑܽݐ݅݋݊	2. ܫܯܷܲܶܧ2	ܫܰܨܱ ൌ 	1 െ	∑ ሺ ௡݂ െ	݁௡
ଶሻே௡ୀଵ
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ܧݍݑܽݐ݅݋݊	3.									IQS	 ൌ ܲ݋ െ ܲܿ1 െ ܲܿ  
ܧݍݑܽݐ݅݋݊	4.									ܲ݋ ൌ ∑ pଵଵ౤
ே௡ୀଵ ൅ ∑ pଶଶ౤ே௡ୀଵ ൅	∑ pଷଷ౤ே௡ୀଵ 	
N  
ܧݍݑܽݐ݅݋݊	5. ܲܿ ൌ N1 ∗ ∑ ∑ pଵ୨_୬











ܧݍݑܽݐ݅݋݊	6.									Rଶ 	ൌ 1 െ	 ௌௌாௌௌ೤೤      




ܧݍݑܽݐ݅݋݊	8.									SSE	 ൌ ܵܵ௬௬ െ ߚ௡෢ሺܵܵ௫௬ሻ      






































































































































































































































































































Chromosome  Omni 2.5M  Affy 500  Affy 6  Duo  Quad 
8  1669  255  531  960  611 











































































































































































































































































































































































































































































  African Americans (N=1,365)  European Americans (N=2,206) 
 
COGEND 


















Part 3       
(N = 181) 
UW-TTURC 
(N=845) 
Females N (%) 275 (62.93) 143 (50.00) 169 (32.69) 86 (68.80) 507 (53.26) 131 (57.46) 55 (30.39) 484 (57.28) 
Age Mean ± SD 36.45±5.95 34.72±5.75 33.99±5.58 47.30±9.55 36.95±5.33 34.16±5.84 34.12±5.44 45.70±11.07 
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